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Abstract: 
 
In this talk I will present the general AMMUST statistical framework for functional magnetic 
resonance imaging (fMRI). This framework starts with the original complex-valued k-space 
measurements in vector form, describes preprocessing and reconstruction as matrix 
multiplication operators, then produces the correlation induced from these processes. In 
fMRI, many preprocessing and transformation operations are applied to the original 
complex-valued measurements in order to form and correct the images. Furthermore, the 
phase half of the data is discarded before analysis. In light of the aforementioned, it can be 
difficult to describe fMRI data with a reasonable model. The known induced correlation 
between voxels from these operations should be properly incorporated in a statistical 
model in order to reduce any confounds with biologically motivated statements.  
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