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Suggested reading:

Protein Structure and Function, Petsko, Ringe [35-539%]
Most of Chapter 5

Structural Bioinformatics, Bourne, Weissig [60-74%]
Chapters 4+5

Biomolecular Crystallization, Bernhard Rupp [90-1408]

Objectives.

1. Describe the growth of protein structures in the Protein Data Bank
2. Define ‘structural genomics’ and its primary goal

3. Identify the general steps in NMR and x-ray crystallography

4. Describe the pros and cons of NMR and x-ray crystallography

5. Understand the contents of the PDB file header



